The complete mitochondrial genome of the midas cichlid (Amphilophus citrinellus).
The midas cichlid (Amphilophus citrinellus) is an important aquarium fish that has served as a model organism for studying sympatric speciation. In this study, we sequenced the complete mitochondrial genome of the midas cichlid. We report that the cichlid's mitochondrial genome is a circular DNA double strand of 16,521 bp length, which contains 13 protein-coding genes, 22 tRNA genes, 2 rRNA genes and 1 control region. The overall-base compositions of the H-strand are as follows: A, 28.56%; C, 30.69%; G, 15.11%; T, 25.64%. This study provides important genomic data to further the research of the genetic evolution of cichlids.